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Research on analysis of microflora and shelf life for pickled bonito
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Abstract : [Purpose] We performed microflora analysis on pickled bonito and examined its shelf
life.
[Method] We conducted characterization analysis and identified pickled bonito via
replication using 16S rRNA gene sequence analysis.
[Result] The microbes in pickled bonito exhibited excellent growth when cultured
in 3% salt-containing brain heart infusion medium. We identified the microbes to be
halophilic bacteria or halotolerant bacteria, including lactic acid bacteria.
[Conclusion] We found that the medium containing the pickled bonito was acidic and
contained halophilic bacteria. Therefore, this study suggested that method to soak
bonito in a high concentration of the saline solution was useful as a preservation of

the bonito.
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M %R L 722 &P SPsychrobacter sp.& [ E L
720 BO-04#%k (&Staphylococcus edaphicus CCM 8730
# (KY315825) £998%DAM=%Z R L 722 &H» 58S
edaphicus & [ 5€ L 72, BO-09%k & BO-10¥k (3 Bacillus
anthracis ATCC 14578% (AB190217). B. tropicus
MCCC 1A01406#% (KJ812435). B. paramycoides
MCCC 1A04098% (K]812444). B. nitratireducens
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P. faecalis 1so—46
BO-01 A - 99.0
P. pulmonis CCUG 46240
BO-04 A + S. edaphicus CCM 8730 99. 8
B. anthracis ATCC 14578
B0O-09 A + B. tropicus MCCC 1A01406
B. paramycoides MCCC 1A04098 99 9
B. nitratireducens MCCC 1A007 ’
BO-10 A + B. Iluti MCCC 1A00359
B. albus MCCC 1A02146
7. halophilus subsp. flandriensis Tb 99.5
BO-19B1 B +
7. halophilus subsp. halophilus JCM 5888 99. 4
B0O-26 A + S. aquimarina SW28 99.2
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